[Association of ZNF644, GRM6 and CTNND2 genes polymorphisms with high myopia].
To investigate the association of ZNF644, GRM6 and CTNND2 genes with high myopia in Jiangsu Chinese population. Case-control association study was used in this research. The subjects consisted of 114 high myopia (all eyes AXL ≥ 26 mm) and 132 normal control subjects (AXL were 22.0-24.0 mm). Subjects were collected from Affiliated Hospital of Nantong University ophthalmic center. This project was approved by the Ethics Committee of Affiliated Hospital of Nantong University. Fourteen single nucleotide polymorphisms (SNP) of ZNF644, GRM6 and CTNND2 genes were genotyped by TaqMan MGB probes using the real-time PCR system. Chi-square was used to test the allelic and genotypic associations between cases and controls. ZNF644-rs358695 was associated with high myopia (P = 0.03). The frequency of the minor A allele of rs358695 was 41.2% in the high myopia and 50.8% in the controls, indicating a protective role. In genotype frequency analysis, ZNF644-rs358693 was significant difference between cases and controls in dominant model (P = 0.04). ZNF644-rs358695 was significant difference between cases and controls in recessive model (P = 0.02). In haplotype analysis, ACCG of ZNF644 showed statistical significance between cases and controls (P = 0.02). The other 9 SNP of GRM6 and CTNND2 were not associated with high myopia. ZNF644 gene mutation was associated with high myopia. ZNF644 gene may play a role in the development of high myopia.